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Standigm applies cutting-edge Al technologies to drug discovery. Al, biology and pharmacology
experts team up to build real-world Al models for new chemical entity discovery. Standigm has a full-
stack proprietary Al platform specialized in small molecules covering from target discovery and
molecular design to lead optimization, expanding its capability into biologics discovery. Standigm has
active internal and collaborative drug discovery pipelines in disease areas such as cancers, Parkinson’s

disease (PD), autism, fatty liver diseases (NASH), mitochondria disease, infectious diseases and more.
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a. Design and support of data/network/ modeling, integration and management, along with
associated computational and machine/deep learning environments for systems biology

research

b. Analyze large biological data sets to build accurate predictive models of biological

processes and publish original work



c. Demonstrated scientific understanding of systems biology and diverse Omics data types

and analysis tools

d. Collaborate with internal and external researchers to analyze and interpret novel results

using newly derived methods
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